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The Biotechnology Systems Branch of the Scientific and Technical Information 
Center (STIC) detected errors when processing the following computer readable 
form: 

Aoolication Serial Number: 

Source: for/*- 

Date Processed by STIC: 



THE ATTACHED PRINTOUT EXPLAINS DETECTED ERRORS. 

PLEASE FORWARD THIS INFORMATION TO THE APPLICANT BY EITHER: 

1) INCLUDING A COPY OF THIS PRINTOUT IN YOUR NEXT COMMUNICATION TO THE 
APPLICANT, WITH A NOTICE TO COMPLY or, 

2) TELEPHONING APPLICANT AND FAXING A COPY OF THIS PRINTOUT, WITH A 
NOTICE TO COMPLY 

FOR CRF SUBMISSION QUESTIONS, PLEASE CONTACT MARK SPENCER, 703-308-4212. 

FOR SEQUENCE RULES INTERPRETATION, PLEASE CONTACT ROBERT WAX, 703-308-4216. 
PATENTIN 11 e-mail help: Datin21help@usDto.gov or phone 703-306-4119 (R. Wax) 
PATENTIN 3.0 e-mail help: patin3help@.usDto.gov or phone 703-306-4119 (R. Wax) 

TO REDUCE ERRORED SEQUENCE LISTINGS, PLEASE USE THE CHECKER 
VERSION 3.0 PROGRAM . ACCESSIBLE THROUGH THE U.S. PATENT AND 
TRADEMARK OFFICE WEBSITE. SEE BELOW: 



Checker Version 3.0 

The Checker Version 3 .0 application is a state-of the-art Windows based software program 
employing a logical and intuitive user-interface to check whether a sequence listing is in 
compliance with format and content rules. Checker Version 3.0 works for sequence listings 
generated for the original version of 37 CFR §§1.821 - 1.825 effective October 1, 1990 (old 
rules) and the revised version (new rules) effective July 1, 1998 as well as World Intellectual 
Property Organization (WIPO) Standard ST.25 . 

Checker Version 3.0 replaces the previous DOS-based version of Checker, and is Y2K- 
compliant. Checker allows public users to check sequence listings in Computer Readable form 
(CRF) before submitting them to the United States Patent and Trademark Office (USPTO). 
Use of Checker prior to filing the sequence listing is expected to result in fewer errored sequence 
listings, thus saving time and money. 



Checker Version 3.0 can be down loaded from the. USPTO website at the following address: 

http://www.uspto.gov/web/offices/pac/checker 



Raw Sequence Listing Error Summary 



ERROR DETECTED SUGGESTED CORRECTION 



SERIAL NUMBER: C/ /> 



ATTN: NEW RULES CASES: PLEASE DISRECARD ENGLISH "ALPHA* 1 HEADERS, WHICH WERE INSERTED DY PTO SOFTWARE 

1 Wrapped Nuclcics The number/text at the end of each line "wrapped" down to the next line. This may occur if your file 

Wrapped Aminos was retrieved in a word processor after creating it. Please adjust your right margin to .3, this will 
prevent "wrapping " 

2 Invalid Line Length The rules rcquue that a line not exceed 72 characters in length. This includes white spaces. 



Numbering 
A Non-ASCII 

5 Variable Length 



use space characters, instead 



The submitted file was not saved in ASCII(DOS) text, as required by the Sequence Rules. Please 
ensure your subsequent submission is saved in ASCII text 

Sequencers) contain n*s or Xaa's representing more than one residue. Per Sequence Rules, 

each n or Xaa can only represent a single residue. Please present the maximum number of each 
residue having variable length and indicate in the <220>-<223> section that some may be missing. 

6 Patentln 2.0 A "bug" in Patentln version 2.0 has caused the <220>-<223> section to be missing from amino acid 

"bug" sequences^) . Normally, Patentln would automatically generate this section from the 

previously coded nucleic acid sequence. Please manually copy the relevant <220>-<223> section to 
the subsequent amino acid sequence. This applies to the mandatory <220>-<223> sections for 
Artificial or Unknown sequences. 

7 Skipped Sequences Scqucncc(s) missing. If intentional, please insert the following lines for each skipped sequence: 

(OLD RULES) (2) INFORMATION FOR SEQ ID NO:X: (insert SEQ ID NO where "X" is shown) 

(i) SEQUENCE CHARACTERISTICS: (Do not insert any subheadings under this heading) 
(xi) SEQUENCE DESCRIPTION:SEQ ID NO:X: (insert SEQ ID NO where "X" is shown) 
This sequence is intentionally skipped 

Please also adjust the "(ii) NUMBER OF SEQUENCES:" response to include the skipped sequences. 

8 Skipped Sequences Sequencers) missing. If intentional, please insert the following lines for each skipped sequence. 

(NEW RULES) <2 10> sequence id number 
<400> sequence id number 
000 



11 



12 



_Usc of n's or Xaa's Use of n's and/or Xaa's have been delected in the Sequence Listing. 

(NEW RULES) Per 1.823 of Sequence Rules, use of <220>-<223> is MANDATORY if n's or Xaa's arc present. 

In <220> to <223> section, please explain location of n or Xaa, and which residue n or Xaa represents. 



_In valid <213> 
Response 



Use of <220> 



_PatcntIn 2.0 
"bug" 



Per 1.823 of Sequence Rules, the only valid <213> responses arc: Unknown, Artificial Sequence, or 
scientific name (Gcnus/spccics). <220>-<223> section is required when <2 1 3> response is Unknown or 
is Artificial Sequence 



Sequencers) _ 



missing the <220> "Feature" and associated numeric identifiers and responses. 



Use of <220> to <223> is MANDATORY if <2I3> "Organism" response is "Artificial Sequence" or 

"Unknown." Please explain source of genetic material in <220> to <223> section. 

(Sec Tedcral Register," 06/01/1998, Vol. 63, No. 104, pp. 29631-32) (Sec. 1.823 of Sequence Rules) 

Please do not use "Copy to Disk" function of Patentln version 2.0. This causes a corrupted file, 
resulting in missing mandatory numeric identifiers and responses (as indicated on raw sequence 
listing). Instead, please use "File Manager" or any other manual means to copy file to floppy disk. 
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PCT09 



RAW SEQUENCE LISTING 

PATENT APPLICATION: US/09/74 4 , 012 



DAT E 
TIME 



Oh/] 8/2 0 0 1 
16:2-7:14 



3 ! 1 L> 



1 npu t Set 
Output Set 

APPLICANT Halkier, 
Jt'Spersen, Lene 
Jensen, Allan 
Tl ILL OL 1 NVLN I 1 ON ; 




A:\3 631-104P.ST2 5 .txt 
N:\CRF3\06182001\I74 4 012 .raw 

Torben 



Novel Methods for the Identification of Ligand and Target 



Biomo l.eou L 
■i 1 



C--> 



w- 



1 ] 




1 \ i i 


12 


<141> 


14 




l : ">u 


1 > 




I 1. ■ 


l" 




■ 


13 




1 ■"■ 1 


i ) 




l r .u 






l f i : 






ldii ■ 






170 - 






2 10 - 



PILL REFERENCE: 3 3 1 - 1 0 4 P 
CURRENT APPLICATION NUMBER: 



US 09/ 7 440T2 



3 2 
3 "< 
3 4 
3h 
3 7 
3y 

3 4 

4 2 
4 3 

4 ::. 

4h 
4 7 

4 m 

5 0 

5 1 
5 3 
54 
ft 5 
S 7 

58 

5 9 
61 

6 2 

6 5 
6*. 
6 7 
6 ( ^ 



:213 
2 2 0 



: 2 2 0 : 
.22.1. 



PRIOR 
PRIOR 
PRIOR 
PP. I OP 
PRIOR 
PR HOP 
NUMBER OF 
SOFTWARE : 
SLQ ID NO 
LENGTH: 4 
TYPE: DNA 
ORCANISM: 
FEATURE : 
NAME/ KEY : 
LOCAI ION : 
FEATURE : 
NAME/KEY : 
LOCATION: 



APPLICATION NUMBER : PCT/DK9 9/0 04 0 8 
RILING DA IE: 1999-07-16 
APPLICATION NUMBER: DK PA1998 00956 
RILING DATE: 1998-07-20 
APPLICATION NUMBER: US 60/094 868 
FILING DA IE : 1998-07-29 
SEQ ID NOS. 4 3 
Patentln version 3.0 
1 

1 



Hordeum vulgar^: 



CDS 
(85) 



( 3 39 ) 



misc_f eature 
( 88 ) . . ( 336 ) 

mature 



peptide 



gga 

Gly 

10 

oca 

Pre 



gtg 
Val 

gag 
Glu 



tgg 

Trp 

25 

ctg 

Leu 



<223> OTHER INFORMATION: 
<4 00> SEQUENCE: 1 

cattaaactg atgacatgac agttcaagit ctcacagtca catcggcgat ctaatcagtc 
tcacaggaag cgagcgtaac aagg atg agt tea gtg gag aag aag ccg gag 

Met Ser Ser Val Glu Lys Lys Pro Glu 
1 5 
aac acc gqt get ggt gac cgt cac aac ctg aag aca gag 
Asn Thr Gly Ala Gly Asp Arg His Asn Leu Lys Thr Glu 

15 20 
ttg gtg ggg aaa teg gtg gag gag gee aag aag gtg att 
Leu Val Gly Lys Ser Val GLu GLu Ala Lys Lys Val He 
30 35 4 0 

cag gac aag oca gag gcg caa ate ata gtt ctg ccg gtg ggk a cm att 
Gin Asp Lys Pro Glu Ala Gin lie lie Val Leu Pro Val Xaa Xaa He 

45 50 55 

gtg acc atg gaa tat egg ate gay cgc gtc cgc etc ttt gtc gat aaa 
Val Thr Met Glu Tyr Arg Tie Asp Arg Val Arg Leu Phe Val Asp Lys 

60 65 70 

etc gac aac att gec cag gtc ccc agg gtc ggc: tag caagcttgag 
Leu Asp Asn He Ala Gin Val Pro Arg Val Gly 

75 80 
aget.agcctg ctgctggcgt gtatgtattg cagcttcacc atctcttctt ggctatagca 



60 
111 



159 



207 



255 



303 



349 



409 
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RAW SEQUENCE LISTING DATE: 06/18/2001 

PATENT APPLICATION: US/09/744,012 TIME: 16:27:14 

JnpuL Set : A:\3631-104P.ST25.txt 

Out .put. Sot. : N:\CRF3\0 6182 001\I744 012 .raw 



7 1 


aqat taaqa t t lata 


a a t ea ta tacaa t a a 


q a q t . t q c t q c 


'4 




! 1 0 


- SEQ ID NO: 


■) 








r j 




^ 1 1 


LENGTH: 8 4 










7(> 






IV PL . PHI 










; Ki 




J J 3 

:20 


ORGANISM: 
FEATURE . 


Ho nieum 


VLl 1 


a ro 




8o 






- NAME/KEY: 


ill 1 1 fr 


IIUJ t 






Ci I 








v C- O ; - • ^ - 








8 2 




22 3 


OTHER INFORMATION 


mat 


tire 


p o p t. i ci e 


8 4 




10 0 


SEQUENCE: 










8t. 


M 


■L 


:~Vr Ser Val 


Glu Lys 


Lys 


Pro 


Glu Gly Val 


8"' 


1 












10 




A 




\ig His Asn 


Leu Lys 


Thr 


G i u 


Trp Pro Glu 


91 






20 








2 5 


9 4 


V 




;!u Glu Ala 


Lys Lys 


Val 


He 


Leu Glu Asp 


9 5 






3 5 










98 


He 


He VaL Leu 


Pro Val/ 


Xaa 


Xaa" 


He Val Thr 


9'» 

















4 5 1 



15 

Val Gly Lys 
3 0 

Pro Glu Ale 
4 5 



7 o Y) 



60 ^/W V 
Id'- Asp />rcj Val Arq Leu Phe Val Asp Lys Leu Asp Asn He Ala Gin Val j 
IU3 u5 7 0 7 5 80 ^^W-^j 

lut- Pro Arq Val Gly I J I 

11.0 :2 ! u • SEQ ID N("> : 3 y4^ J ^^ 
111 - ;2 1 LENGTH : J 7 
T 1.2 -212 TYPE: DNA 

11. 3 - 21.L- ORGANISM: artificial sequence 
11.5 J 2 1 ) • FEATURE: 

llu -;22L- OTHER INFORMATION: primer derived from H . vulgare CI-2A protein 
1 18 -:4 00 ■ SEQUENCE: 3 

119 cqqqatccat gaaqacagtg gecagag ^ 7 
122 <210> SEQ ID NO: 4 

12 3 - 2 11- LENGTH: J 8 

124 -:212:- TYPE: DNA 

125 <213> ORGANISM: artificial sequence 

12 7 <220> FEATURE: 

128 -:22 3--> OTHER INFORMATION: primer from H. vulgare CI-2A protein 

13 0 ,;4(i0> SEQUENCE: 4 

131 cqctogagtc agccgaccct ggggacct - 8 
134 - 2 1 0 SEQ ID N<">: 5 
13 r . <2 LI - LENGTH : 21 
13c". 02 L2 - TYPE: DNA 

137 <jl.3> ORGANISM : artificial sequence 
li r * :2 20- FEATURE: 

14'") - .: 2 2 3 - OTHER INFORMATION: primer from pCMVbipep 

14 2 - :4M 0 - SEQUENCE: 5 



13 ctgratctgg cggctccgtg g ~1 
lh <:»10-' SEQ ID NO: 6 

17 :211 * LENGTH: 19 

14 <2 12- TYPE: DNA 

I : J 13 - ORGANISM : artificial sequence 
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RAW SEQUENCE LISTING 

PATENT APPLICATION: US/09/7 4 4 , 0 12 

input Set : A:\3631-104P.ST25.txt 
Output Sot : N:\CRF3\06182001\I744012 .raw 



DATE: 0 6/18/2 001 
TIME: 16:27:14 



1 5 1 -.22 0 . • FEATURE- 

1 •" 2 • : 2 2 T> O I HER I N Ft > R M A LION; p r i Hi e r t o I p m C A T I P E S h y u 

l r .4 • 4 ( • ■ i SEQU FNGF ' F 

10 5 acaqrtqqco ftcMjrdqac 

1"8 -.OH SEQ IT' tlO. ?" 

1 2 1 1 EE NO I j{ . 20 



i».:< 
it. 4 
ihi. 

it: 7 

17(i 

1 v i 

1 '2 
1"3 
1^5 
I'd 
l' : 8 
1"' 
ly2 

1*4 

18.5 
lo7 

1*8 
I'M) 

lOI 
104 
19 5 
10ft 
107 

19 0 
2 1) 0 

2 0 2 

20 3 
206 
20 7 
2 08 
2D9 
2L1 
2 12 
2 i.4 
2 L5 
2 18 
2 19 
220 
2 21 
223 



1 0 



2 2- • FEATURE - 
■;22<: OTHER 2 NFORT1AT I .ON : primer for pmCATIREShyg 

• 4ur. SEQUENCE: "7 
cecaotqct t aetqqcttat 
■;2li<: SEQ u> No: 8 

Oil • LENG1H: 1.0 

• 2 ! 2 F V RE : DNA 

;2lO- ORGANISM; art ifieial sequence 
2 J(! • FEATURE. 
■:J2V OTHER. INFORMATION: primer for pmCATIREShyg 

;4 '.)!■■: ■ SEQUENCE- 8 
tqqqqctgca ego eatttg 
• . J 1 U ••• SEQ IT' NO; 9 
<2 1 1: LENGTH: 2 0 
•• 2 12> IYPE : IjNA 

vjl O ORGANISM: artificial sequence 
'~ 2 2 u FEATURE: 

-.2 2 3 ■ OTHER INFORMATION: primer for pmCATIREShyg 

<.:4 00> SEOUENCE: 9 

t.gtgotacgg cgaa tttggt 

021 0> SEQ IT. 1 NO; 10 

<211> LENGTH: 20 

<212- TYPE: DNA 

<J13> ORGANISM: artificial sequence 
<220> FEATURE: 

<22 3> OTHER INFORMATION: primer for pmCATIREShyg 

v4 0(O SEQUENCE: li) 

ggttogtgaa aggctccatt 

<210> SEO TO No; 11 

-211- LENGTH: 2 2 

v212^ TYPE: DNA 

oJ13 > ORGANISM: artificial sequence 
<22U.- FEATURE: 

<22 3> 'OTHER INFORMATION: primer for pmCATIREShyg 
<400.- SEQUENCE- 11 
qaaatgttca caattagccc tg 
■,2Hr- SEQ ID NO: 12 
v211> LENGTH: 60 
.212 * TYPE: DNA 

:213> ORGANISM: artificial sequence 
<220^ FEATURE: 



2 0 



19 



2 0 
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RAW SEQUENCE LISTING 

PATENT APPLICATION: US/09/744 , 012 



TIME 



DATE 



06/18/200 1 
16:27:14 



Input Set : A:\3631-104P.ST25.txt 

( nit put Set : N:\CRF3\06182001\I744012 .raw 



224 • < 2 .< • • • I HIP rNF( 'RMAT ION * primer for pOMVb i pep/C I - 2 A 

22 h •:.../! 0 0> SEQUENCE 12 

22" q<> upO r\ <>t qqcquccqca ccaaaaaaqa aqagaaagqt aqqafecatq aaqacaqaqt 
2 3d / 1 0 S to ID NO . 13 
2 3 ; .. 1 1 :■ LENGTH . 2M 

23 2 • 2 1 2 1 YPE : DNA 



236 2 2 •• • ■ I IE P INFORMATION primer for pCMVbi pep/C I - 2A 

2 3H 4 1 • ! • sequence 13 

2 3 ( * eqe t( "qaq to aqeeqaccct ggggacct 

24 2 ■:2!_<i: SEQ J 0 NO 14 

2 4 '■ :2 11 LENGT H . 3 0 

24 4 2 1 2 ! YPE DNA 



245 <213> ORGANISM: artificial 

2 4^ -:22o FEATURE: 

;:4H -;22 o OTHER INFORMATION: primer for human immunoglobulin heavy chain signal peptide 
250 4 9o SEQUENCE- 14 

25 1 qaaqatctat qqaetggatc tggcgcatcc -3 0 

2 r -4 • . J I 0 . SEo ID NO: 15 
2 To 021 L:- LENGTH : 2 8 
2 5o -212. TYPE: DNA 

j r >7 O21.0- ORGANISM- artificial sequence 
25>o ojj.;) • FEATURE: 

jt><) o22 3:- OTHEF INFORMATION: primer for human immunoglobulin heavy chain signal peptide 
2 02 04 0 no SEQUENCE : 15 

jh < qagqa tcoag aatgagcgcc ggtagcag ^8 
:hi, 0 2l'.»: SEQ ID No : 16 
Jh7 0211 ■ LENGTH : 2 I 
268 -:212> TYPE: DNA 

2 6 9 oji3-- ORGANISM: artificial sequence 
271 <J2Uo FEATURE: 

27j -.223- OTHER INFORMATION: primer for pCMVbipepLS/CI - 2A 

274 ':400 ■ SEQUENCE: 16 

275 ctqtatetqg cggctccgtg g 21 
278 <2 10 SEQ I r» NO: 17 

J7q <2H.. LENGTH: 55 
280 -:212- TYPE: DNA 

28 1. Oli* ORGANISM- artificial sequence 
J 8 3 02 20 ■ FEATURE : 

2 84 02 2 3 • (OTHER INFORMATION: primer for pCMVbipep/CI - 2A 
2 8b <:4o0- SEQUENCE: 17 

2 87 etaatctaga etaeagctcg tccttgtagt cctcgaggcc gaccctgggg acctg 55 

290 02 1.0 SEQ TD NO : 18 

291 <:2 11 • LENGTH: 2 9 

292 02 1.2 • TYPE: DNA 

293 o2i. 3-- ORGANISM: artificial sequence 
2 95 -:2 20 - FEATURE: 

296 0223- OTHER INFORMATION: primer for pCMVbipep/CI - 2A 



a i i i 
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RAW SEQUENCE LISTING 

PATENT APPLICATION: US/0 9/7 4 4,012 



DATE: 06/18/2001 
TIME: 16:27:14 



Input Set A:\3631-104P.ST25.txt 

On' put Set. N:\CRF3\06182001\I744012.raw 



2 9 9 
2 99 
1 0 2 
.:■{) 1 

:<0 4 

0 5 
.•■ 0 7 
-3 3 
J . 1 "J 

2- ! 1 
2 1.4 
2 i > 
2- Lb 
2 I 7 

2 i 9 

3 20 
3 1! 2 
32 2 
32 6 
32 7 
3 2 3 

32 9 
3 3 1. 

33 2 
3 3 I 
3 3 5 

33 8 
3 3 9 
3 4 0 

34 L 
34 3 
344 
346 
347 
3 50 
3 51 
3 52 
3 5 3 
3 5 5 
35t. 
358 
3 59 
362 
3h3 
3h4 
3H5 
3h7 
3 68 
370 



sequ ence 



f f 



PCMVb 1 ppd /O T - 2 A 



pCMVbipep/CI~2A 



]! " • SEQUENCE: 18 
■ 7q-:ttccat qaaqacagag tqqccagaq 
2 1-- ■ SLQ IP N 1 ■ : L9 
2 1 i ■ LENGTH : 2 0 
2 1 / TYPE: ON A 

21 ■■ ORGANISM, artificial 
22" • EEATURE: 

22 i 01 HER [ N FORMAT 10 N • nri me 
■10" SIqUENCE. 19 
■rq-i-'ctt at t co aagcgqc 
2 Le 3LQ IE N< ■: 2 0 
2 11 - LENGTH : 28 

TYPE: DNA 

ORGANISM: artificial sequence 
EEATUF E : 

; VI HER IN FORMAT ION : primer for 
SEQUENCE ; 2 0 
gjtqg gta-'aattgt gaccatgg 
SEQ IL2 N 1 < : 21 
LENG TH . 2 1 
TYPE: DNA 

ORGANISM: artificial sequence 
EEATUF E : 

OTHER INFORMATION: primer for pCMVb ipep/CI - 2A 
SEQUENCE: 2 1 
f t" atotqg cggofeogtg g 
SEQ ID N< ' : 2 2 
LENGTH: 21 
TYPE: DNA 

ORGANISM: artificial sequence 
FEATURE : 

OTHER INFORMATION : primer for pCMVbipep/CI - 2A 
SEQUENCE: 2 2 
cLqtatctqg cggctecgtg g 
«. 2 Id ■- SEQ ID NO: 2 3 
■ 2121 - LENGTH : 4 4 
TYPE : DNA 

ORGANISM: artificial sequence 
FEATURE: 

OTHER INFORMATION: primer for pCMVbipep/CI - 2A 
SEQUENCE: 2 3 



2 2 *> 
.1 ii 1 1 



: 1 1 



2 1 "< 



400 - 



2lo - 
2 1 1 ■• 
2 12- 
213 
2 20 ■ 
■ 2 2 3 > 
4 0 0 > 



- 212 

■ 213: 

* 2 20 ■ 

■ 4 00 

cqagtttgtc gacaaagagg eggacgegat egatgegata ttcc 

- 210 ■■ SEQ ID NO : 24 
-211 LENGTH : 2 0 

- 2I2> TYPE: DNA 

■ 213 > ORGANISM: artificial sequence 

* 2 20- FEATURE: 

* 223 * (OTHER INFORMATION: primer for pCMVbipep/CI - 2 A 
-.4 0 0 ■> SEQUENCE: 2 4 



20 



21 



21 



44 



Please Note: 

Use of n and/or Xaa have been detected in the Sequence Listing. Please review the 
Sequence Listing to ensure that a corresponding explanation is presented in the <220> to 
<223> fields of each sequence which presents at least one n or Xaa. 
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VERIFICATION SUMMARY 

PATENT APPLICATION: US/09/7 4 4,012 



Tl ME 



DATE 



06/L8/2001 
16:27:15 



Input Set : A:\3631-104P.ST25.txt 
Output Set : N:\CRF3\06182001\I744012 . raw 



L:12 M:27l 0; Current Filinq Date differs, Replaced Current Filmq Pate 
I.: 58 M:341 W: (46) "n" or "Xaa" used, tor SFQ ID*:1 
t:98 M:34J W: (46) " n " or "Xaa" used, for SFQ ID#:2 

F24 5 M:220 C: Keyword misspelled or invalid format, <2]V> ORGANISM for SFQ T H ^ : 14 
L:4 87 M:258 W: Mandator;/ Feature missing, <222> not. found tor' SFQ 1D#:.-H 
P:487 M:341 W: (46) "n" or "Xaa" used, for SEQ ID#:33 

L ; 5 6 5 M : 2 2 0 C : K. e y wo r d misspelled o r i n v a 1 id f o rm at, < 2 1 3 > 0 R G A N 1 S M f o r S F 0 T n 4 : 3 9 
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